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Abstract

o Keratoconus is a corneal disease characterized by
corneal ectasia, progressive corneal thinning, conical
protrusion and irregular astigmatism. Several studies have
indicated that keratoconus is a complex disease with
genetic heterogeneity. Genetic studies on keratoconus
involving nuclear genome, mitochondrial genome and
epigenetics were increasing. This article reviews the
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recent progress in genetic research on keratoconus.
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LRMEERIA, PR EY miR-184 A TIX ¢.57 C>U R4
55 5 T A S ) A A 2 DDA O | T 2L 2 AR FE JU A P [
HE SRR PR ILRGE | XN X AR 5 A I AR 3R
B [ A ) A 1) A A O
13 MRIEE R DT k3 43 Hr J2 15 AR H X 3 Fh e
ERIR EA 1 T, R N BN e T AR A JE DR R ks T
BEXT 12908 e MR A 52 0] A A 6 R PR, 98 1 %o e B 47 43 A
B — P AF 5% SR M | 308 R FH S 681 — X6 BB T T B T 5% O vk 2
5. EAT, [BARE FA IR Y 08 BIL ] i AS B, e 16 56 X 43 A
by o R 2 F o $ A 75 A ST T A I A 3ok kTR
FEAE G RS URAE 1 3L A (visual system homebox
1,VSX1) . BEFR TR 1 469 3t ( zinc finger protein 469,
ZNF469) BR3P | ST 17 38R D% 36 PR R 9% i AH 56
FEHAE,

VSX1 3 R — 18715 4 M 1E 5 40k Bk 7 1) 32 48 3
, TE AL TR A0 SOURRE 200 R 1 43 Ak B2 A D) R I 4 v L
A EZAE 9T K BUZ 3k A e 2 58 748 15 B o ff 1)
RHEYIMIE . De Silva 257 75 CLPG AR & B VSX1
A | L68H  R131S . DI0SE =N [R] X %€ 48 i &5, Guan
AU ol R A TR A R OIS R B T VSXT FE IR
RI31P 2443157 | Bardak %6 75 L HH AREH R T
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